test

Clal Neomycin/Kan
+3 M | E Q D G L H A G S P A A w vV E*

3151 TTGCAAAGA TCGATCAAG AGACAGGAT GAGGATCGT TTCGCATGA'TTGAACAAG ATGGATTGC ACGCAGGTT CTCCGGCCG CTTGGGTGG
AACGTTTCT AGCTAGTTC TCTGTCCTA CTCCTAGCA AAGCGTACT AACTTGTTC TACCTAACG TGCGTCCAA GAGGCCGGC GAACCCACC

Neomycin/Kan
+3 ?E R L F G Y D w A Q Q T | G C S D A A \Y F R L S A Q G R P vV L%

3241 AGAGGCTAT TCGGCTATG ACTGGGCAC AACAGACAA TCGGCTGCT CTGATGCCG CCGTGTTCC GGCTGTCAG CGCAGGGGC GCCCGGTTC
TCTCCGATA AGCCGATAC TGACCCGTG TTGTCTGTT AGCCGACGA GACTACGGC GGCACAAGG CCGACAGTC GCGTCCCCG CGGGCCAAG

Neomycin/Kan
+3 7L F \Y K T D L S G A L N E L Q D E A A R L S w L A T T G \Y P C*

3331 TTTTTGTCA AGACCGACC TGTCCGGTG CCCTGAATG AACTGCAAG ACGAGGCAG CGCGGCTAT CGTGGCTGG CCACGACGG GCGTTCCTT
AAAAACAGT TCTGGCTGG ACAGGCCAC GGGACTTAC TTGACGTTC TGCTCCGTC GCGCCGATA GCACCGACC GGTGCTGCC CGCAAGGAA

Neomycin/Kan
+3 ?2C A A \Y L D \Y \Y T E A G R D w L L L G E \Y P G Q D L L S S H L%

3421 GCGCAGCTG TGCTCGACG TTGTCACTG AAGCGGGAA GGGACTGGC TGCTATTGG GCGAAGTGC CGGGGCAGG ATCTCCTGT CATCTCACC
CGCGTCGAC ACGAGCTGC AACAGTGAC TTCGCCCTT CCCTGACCG ACGATAACC CGCTTCACG GCCCCGTCC TAGAGGACA GTAGAGTGG
D ——

Neomycin/Kan
+3 7L A P A E K \Y S | M A D A M R R L H T L D P A T C P F D H Q A7

3511 TTGCTCCTG CCGAGAAAG TATCCATCA TGGCTGATG CAATGCGGC GGCTGCATA CGCTTGATC CGGCTACCT GCCCATTCG ACCACCAAG
AACGAGGAC GGCTCTTTC ATAGGTAGT ACCGACTAC GTTACGCCG CCGACGTAT GCGAACTAG GCCGATGGA CGGGTAAGC TGGTGGTTC

Neomycin/Kan
+3 ?A K H R | E R A R T R M E A G L \Y D Q D D L D E E H Q G L A P*

3601 CGAAACATC GCATCGAGC GAGCACGTA CTCGGATGG AAGCCGGTC TTGTCGATC AGGATGATC TGGACGAAG AGCATCAGG GGCTCGCGC
GCTTTGTAG CGTAGCTCG CTCGTGCAT GAGCCTACC TTCGGCCAG AACAGCTAG TCCTACTAG ACCTGCTTC TCGTAGTCC CCGAGCGCG

Neomycin/Kan
Sphl Ncol
+3 7P A E L F A R L K A S M P D G E D L \Y \Y T H G D A C L P N | M7
3691 CAGCCGAAC TGTTCGCCA GGCTCAAGG CGAGCATGC CCGACGGCG AGGATCTCG TCGTGACCC ATGGCGATG CCTGCTTGC CGAATATCA
GTCGGCTTG ACAAGCGGT CCGAGTTCC GCTCGTACG GGCTGCCGC TCCTAGAGC AGCACTGGG TACCGCTAC GGACGAACG GCTTATAGT

Neomycin/Kan

Rsrll
MWW
+3 M \Y E N G R F S G F | D C G R L G \Y A D R Y Q D | A L A T R D*

3781 TGGTGGAAA ATGGCCGCT TTTCTGGAT TCATCGACT GTGGCCGGC TGGGTGTGG CGGACCGCT ATCAGGACA TAGCGTTGG CTACCCGTG
ACCACCTTT TACCGGCGA AAAGACCTA AGTAGCTGA CACCGGCCG ACCCACACC GCCTGGCGA TAGTCCTGT ATCGCAACC GATGGGCAC
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